
The ChIP-Atlas Colocalization tool is useful for identifying the transcription factors (TFs) whose bindings are 
colocalized with a given TF in a genome-wide manner.

The manual for



Settings

This is an example of searching for TFs that may colocalize with Tcf3 in pluripotent stem cells (PSCs).
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Result

The result matrix shows ChIP-seq experiments of Tcf3 (columns) and TFs showing similar binding patterns 
to Tcf3 (rows).

Tcf3
ChIP-seq

Colocalization
partners



Result

hg38

MYOD1 ±５kb

ViewTarget
genes

MYOD1
ChIP-seq

Colocalization
score

This is an example showing that the binding patterns of SRX9641171 (Tcf3) and SRX9641162 (Ctnnb1) are 
very similar, suggesting the possibility of Tcf3–Ctnnb1 colocalization in ES cells.
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Click on the colored box to learn more about the Tcf3–Ctnnb1 interaction in the STRING database.
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STRING database

The details of Tcf3–Ctnnb1 interaction is shown in the STRING website, which is an interaction database of 
proteins and genes based on the information from many research papers.



Browsing the colocalization

Click on an experiment ID to browse the ChIP-seq data (e.g., SRX9641171).
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Browsing ChIP-seq data

The detailed information of SRX9641171 is displayed. Make sure that IGV has been launched before 
clicking on “Visualize” and “BigWig”.
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Browsing ChIP-seq data

The ChIP-seq data of Tcf3 (SRX9641171) is loaded into the IGV.
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Browsing the colocalization

Next, click another experiment ID to browse the ChIP-seq data (e.g., SRX9641162).

Ctnnb1
(SRX9641162)



Browsing ChIP-seq data

The detailed information of SRX9641162 is displayed. Click on “Visualize” and “BigWig”.
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Browsing ChIP-seq data

The ChIP-seq data of Tcf3 (SRX9641171) and Ctnnb1 (SRX9641162) are loaded into the IGV. Enter a gene 
name of your interest (e.g., Pou5f1).
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Browsing ChIP-seq data

Tcf3 and Ctnnb1 show a similar binding pattern around the Pou5f1 gene locus.
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Browsing ChIP-seq data

Nanog

Tcf3 and Ctnnb1 show a similar binding pattern around the Nanog gene locus.
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Sorting the result

By default, the results matrix is sorted by the average of the colocalization scores for each row.
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Sorting the result

You can sort the result matrix by the data of your interest by clicking on the ▶ symbol.
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Sorting the result

STRING

You can sort the result matrix by the data of your interest by clicking on the ▶ symbol.


